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2-DE Gel QC workflow  
Quick, easy-to-use tool for measuring your gel running quality, 
Making your 2-DE proteomics data analyses reliable and reproducible... 
 
The Fixing Proteomics Campaign is a non-commercial collaborative effort dedicated to solving 
the experimental challenges that prevent prot eomics from delivering on its potential. 
Encouraging reproducibility of results has emerged as the key factor toward achieving this. Here 
we focus on 2-DE, arguably the most widely used method for comparative protein profiling. In 
spite of some important technology developments, 2-DE remains a rather complex method and 
obtaining reproducible 2D gels with well-resolved spots continues to be a challenge to many 
researchers, especially to those starting in the field. 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
Nonlinear Dynamics is a founder and act ive supporter of The Fixing Proteomics campaign. 
We’ve developed an objective 2-DE Gel QC workflow for the HUPO Reproducibility Phase II 
Study and we’ll be making this free and accessible to everyone. Applying this easy-to-use QC 
check provides an objective measure of your gel running so you can be sure that any 2-DE 
proteomics data analyses you do is reliable and reproducible.  
 
 
 
How can 2-DE QC help your proteomics research?  
If you want to reproduce findings from a previous experiment, either within lab or across lab, 
then a good way to start is establishing a base-line of 2-DE gel running quality before 
committing to run your precious biological samples. First you create a set of analysed gel 
images that represent a “gold standard” using a specific sample run to a set protocol. Or you 
can use an existing set of analysed images that an experienced person has already created. 
Then if you run the same sample to the same protocol you can see how well you can reproduce 
this 2-DE gel running quality by comparing your test gel to the gold standard images. If the test 
gel conforms to the gold standard set then you know prior to running further experiments that 
you’re operating within the guidelines established by the protocol, your gel running is optimal 
and you’ll be confident of reproducing findings between experiments. If the test gel falls outside 
the standard set then it should be clear that before you undertake further experiments your 
findings will be difficult to interpret and it may be impossible to reproduce any previous results. 
So the 2-DE Gel QC workflow provides an objective statistical measure and a way to visualise if 
you have reached good quality, robust gel running. To get you started you can obtain the HeLa 
Cell standard, gel running protocol and a set of gold standard images used in the HUPO 
Reproducibility Phase II study to try this new feature. Go and find these resources... 
 

2-DE has been proven to overcome the biggest challenge in quantitative proteomics research today 
cross-lab reproducibility of results. But obtaining reproducible 2D gels with well-resolved spots 

continues to be a challenge to many researchers, especially to those starting in the field. 




