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Progenesis SameSpots v4.0 - new features in the latest release

Version 4.0 of Progenesis SameSpots is now available with a wide range of new features developed in
response to feedback from our rapidly expanding customer base. There is a new experiment design
option and there has also been a focus on providing more features to help with the assessment and
improvement of quality control within your proteomics experiments. Progenesis SameSpots v4.0

supports Microsoft Windows 7.

Feature highlights include:

Increased control over generation of the SameSpots outline map
You can select the images that contribute to the generation of the
SameSpots outline map - all of these images still have the final
SameSpots outlines passed to them and are measured as part of the
experiment. This puts you in control of the detection process and gives
you the option to remove images from this part of the process should

you wish.

Visualisation of normalisation across your images
It had previously been very difficult to assess the
quality of normalisation of measures in your
experiment. You can now visualise the results of
normalisation on a scatter plot and the normalisation
factor for each image. You can then take corrective
action to ensure experimental quality is maintained.

You now have the option not to use any normalisation
in your experiment (non-DIGE only). For example in a
dilution series experiment you would not want to use
normalised volumes.

Increased flexibility in the type of experiment
design you can analyse

The addition of a second experiment design option
allows the comparison of different samples from the
same subjects, under different conditions. The
software then performs a repeated measures ANOVA -
the appropriate statistical test for this type of
experiment. An example of where you would use this
type of experiment design is for the analysis of a time-
course experiment.
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Visualisation of CVs

Coefficient of Variation or CV is a useful measure to show
spots with a high variance in measurement between gels.
The CVs are calculated at the experimental condition level
so a low variance is expected. The CV plot helps you
visualise the CV values, and determine whether there is too
much variance within the experimental condition so you
can be confident your results are showing real changes.
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Improvements to spot picking

There have been further refinements to the Spot Picking step to make is easier to align images with
different resolutions, there are also independent contrast levels to help you visualise the images. This
is especially important when a separate picking gel is run and the image is captured on a spot picking
instrument. You can now zoom out of the view showing the spot pick point to show it in a whole
image view to give you an additional visual check that you are picking the correct spot.

pl & Molecular Weight Calibration

The addition of a new calibration feature within Spot
Picking allows you to quickly calibrate spots against
either a molecular weight ladder or known proteins.
The image can be tagged with MW and pl values by
simply right clicking, and calculations are updated on
the fly as markers points are added. Calibration values
are added to the spot data table in View Results.

Improved data import from external statistical analysis packages
When you import results which have been previously exported for further statistical analysis, it is now
possible to label this data with a tag and link it back to the original spot data.

This means you can apply statistical tests using third party software that are specific for your research
needs. The significant spots that you define can then be highlighted in an existing experiment and
reported alongside the analysis results within Progenesis SameSpots.

Additional New Features

e  Now supports Microsoft Windows 7

e Image intensity histogram provides feedback on intensity levels in use and dynamic range

¢ Independent contrast setting for alignment target and image being aligned in alignment step

e All of the alignment views can be expanded so you can get a more detailed view of the images
being aligned

e Data table in View Results expands to reveal
additional fields:
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